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We now recognize three domains of life: Archaea, Bacteria and Eucarya
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The proximate controls on the abundance and productivity of heterotrophic bacteria
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Figure Ca ptions: [A] Bacterial-C vs. phyto-C for LTER study area compared to 20-30% in other aquatic ecosystems; [C] and [D] DOC Antarctic data: log,, (Bgase) =-3.01 + 1.066 log, , (LAPase), R0
compared to relationships from temperate regions (Bird and Kalff, and DON vs. chl a contents of water samples, as a point of comparison p < 0.001, n = 398; [F] Relation between log HNF abundance (ml') and
dashed line and Cole et al., solid line), note the greater than 10-fold the North Pacific gyre has a chl a content of 0.05-0.1 ug I'! but log bacterial prey (ml™). The line describes the "Maximum Attainable
o " deficit of bacteria compared to ecosystems elsewhere; [B] Bacterial DOC/DON of 100 mM and 6-7 mM, respectively; [E] BGase vs.LAPase Biomass" based on resources, from the model of Gasol (1994). (+)
university of hawai'i production (BP) vs. primary production (PP), note the low BP/PP ratios enzyme activities (Vg , 10970 of rates in nmol I'' d at in situ temp.) for a From non-polar marine environments, (*) from LTER region.

variety of oceanic ecosystems. The regression line is the model 2 fit for




